Key indicators: single-crystal X-ray study; T = 125 K; mean (C-C) = 0.013 Å; R factor = 0.050; wR factor = 0.131; data-to-parameter ratio = 12.3.
Related literature
For background information and the structure of diphenyl diselenide, see : Fuller et al. (2010) . For the structure of 1,8-diselenonaphthalene, see: Aucott et al. (2004) .
Experimental
Crystal data 
Data collection
Rigaku Saturn70 diffractometer Absorption correction: multi-scan (REQAB; Rigaku, 1998 (Fuller et al., 2010) on the crystallization of Ph-Se-Se-Ph as one isomer. We were interested to see if this homocrystallization occurs for other diselenides. In the title compound, we observe a single isomer in the crystal rather than a mixture of P and M isomers. The Se-Se bond length of 2.305 (3)Å is similar to that in diphenyldiselenide (2.3066 (7) and 2.3073 (10) Å for P and M isomers, respectively, Fuller et al., 2010) and longer than that in 1,8-diselenonaphthalene (2.0879 (8)Å, Aucott et al., 2004) .
Experimental N-(furan-2-carbonyl)furan-2-carboxamide (0.205 g, 1.0 mmol) and Woollins reagent (0.54 g, 1.0 mmol) in 20 ml of dry toluene was refluxed for 10 h. Upon cooling to room temperature and removing toluene in vacuum the residue was purified by silica gel column (eluented by 1: 1 hexane / dichloromethane) to give 0.213 g of 1 as a pale yellow solid in 61% yield.
Crystals for X-ray data collection were obtained by diffusion of hexane into a dichloromethane solution of (I). 
Refinement
The partial completeness of ca 95% data may affect the precision of the structure. All H atoms were included in calculated positions with C-H = 0.95Å and were refined as riding atoms with U iso (H) = 1.2 U eq (C). Figures   Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level (symmetry code: (A) -x, -y+1, z).
Bis(furan-2-ylcarbonyl) diselenide
Special details

Geometry. ENTER SPECIAL DETAILS OF THE MOLECULAR GEOMETRY
Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . Rfactor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt). Se ( 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
